Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.040; wR factor = 0.121; data-to-parameter ratio = 17.6.
Hydrogen-bond geometry (Å , ). (ii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: RAPID-AUTO (Rigaku, 2004) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
2-Amino-N-(4-methylphenylsulfonyl)-N-phenylbenzenesulfonamide Z.-W. Song Comment Many compounds containing sulfonimide groups possess a broad spectrum of biological activities and can be used as herbicides (Kamoshita et al., 1987) . In addition, some compounds containing sulfonimide groups can be used as catalysts (Zhang et al., 2007) . Herein we report the crystal structure of the title compound, (I).
In (I) ( Fig. 1 ), all bond lengths and angles are normal (Allen et al., 1987) and in a good agreement with those reported previously (Henschel et al., 1996) . The phenyl ring (C7-C12) makes the dihedral angles of 33.99 (2) and 43.70 (3)°, respectively, with two benzene rings (C1-C6/N1 and C13-C19). The intermolecular N-H···O hydrogen bonds (Table 1) link the molecules into centrosymmetric dimers. The crystal packing exhibits also weak intermolecular C-H···O hydrogen bonds (Table 1) .
Experimental
A solution of methylsulfonyl chloride (1 mmol) was dissolved in anhydrous CH 2 Cl 2 (10 ml), and dropwise added over a period of 10 min to a solution of 2-amino-N-methyl-benzenesulfonamide (1 mmol) and DMAP 2 (3 mmol) in CH 2 Cl 2 (10 ml) at 273 K. The mixture was stirred for 4 h at room temperature. The organic phase was washed with 2 N HCl twice, and dried over anhydrous Na 2 SO 4 . The solvent was removed and the residue was purified by flash chromatography (1:1 cyclohexane:dichloromethane) to give (I) as a white solid (294 mg, 73%). Single crystals suitable for X-ray measurements were obtained by recrystallization from ethanol and dichloromethane at room temperature.
Refinement
H atoms were positioned geometrically with C-H = 0.93 or 0.96 Å, N-H=0.86 Å, and refined using a riding model, with U iso (H) = 1.2 (1.5 for methyl groups) times U eq (C, N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.18008 (3) 0.28081 (5) (6) 0.0064 (7) 0.0118 (7) O2 0.0573 (9) 0.0564 (9) 0.0567 (8) 0.0020 (7) 0.0148 (7) −0.0172 (7) O3 0.0401 (7) 0.0969 (12) 0.0360 (7) 0.0060 (8) 0.0031 (6) 0.0088 (7) O4 0.0668 (10) 0.0444 (8) 0.0697 (9) 0.0160 (7) 0.0354 (8) 0.0182 (7) N1 0.0390 (8) 0.0422 (8) 0.0361 (7) −0.0013 (6) 0.0133 (6) 0.0008 (6) N2 0.0426 (9) 0.1027 (17) 0.0438 (9) 0.0165 (10) 0.0037 (7) 0.0140 (10) C1 0.0340 (8) 0.0449 (10) 0.0468 (10) −0.0028 (8) 0.0067 (7) 0.0042 (8) C2 0.0347 (9) 0.0589 (13) 0.0679 (13) 0.0040 (9) 0.0145 (9) 0.0136 (11) (9) 0.0460 (9) −0.0015 (7) 0.0085 (7) 0.0053 (8) C7 0.0395 (9) 0.0388 (9) 0.0352 (8) −0.0038 (7) 0.0128 (7) −0.0001 (7) N2-H2C···O2 0.86 2.23 2.893 (2) 133. Symmetry codes: (i) −x, −y+1, −z; (ii) −x+1, y+1/2, −z+1/2; (iii) −x+1, y−1/2, −z+1/2. supplementary materials sup-7 Fig. 1 
